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Plasmid: pUC-Arg7-lox-B 
 
The plasmid contains the genomic ARG7.8 gene from Chlamydomonas reinhardtii inserted 
into pUCBM20 (ampicillin resistance) in two parts as BamHI/SalI and SalI/SalI-fragments. 
The BamHI restriction site was then destroyed and replaced by an EcoRV restriction site. A 
loxP-site was introduced into a Klenow-treated XbaI site. 
 
Plasmid-sequence: pUC-Arg7-lox-B 10431 bp 

ARG7:   261-7939 
loxP:   7949-7983 
 

1 GCGCCCAATA CGCAAACCGC CTCTCCCCGC GCGTTGGCCG ATTCATTAAT
51 GCAGCTGGCA CGACAGGTTT CCCGACTGGA AAGCGGGCAG TGAGCGCAAC
101 GCAATTAATG TGAGTTAGCT CACTCATTAG GCACCCCAGG CTTTACACTT
151 TATGCTTCCG GCTCGTATGT TGTGTGGAAT TGTGAGCGGA TAACAATTTC
201 ACACAGGAAA CAGCTATGAC CATGATTACG AATTCCCGGG GATCGGTACG
251 ATATCTTCGT CGATCCTTAA TCCATCCCGG GACTCCGCTG GCTCCGGCCG
301 TAACTCTGTC ACACCCGTCC CCCTGTGGCC CCGCCGCCAT ATAGAGGACC
351 ACCCCTCCAC CGAGACTTAC ACACGCACAC ACACACACAT ACACACCCGC
401 CCCCCCTCCC CCGACCCGCT CAGTGCTGTC CCTCCGCCGC CAGGTAGGTG
451 CGCATCTTCT GCACCTGCTC CAGCACCGAG CGCTTGCTGG TGCCGCCCTC
501 CGTGTCGCGC ATCTCGGCGC TGCGGTTGAA GTCCCACACC TGCGCGTGTG
551 TGCGCGCACG TGGCAAACAC ATGCGTCGTG TTGTTGGTGC GGCGGGCGTG
601 CATTTCCTTT CCTTGCACTG GATTGAGGAG CTGGGTGGTG CGGGGTTGTG
651 GGCAATGTGC CGGGCGCAAT CACGAGGACA TGAGGATGCC GTTCACATGG
701 CCACAGTAAG GTGTGCGCAC GCCAGCACAA ATTCACACGT AGGTGTGAAC
751 CACCTAGCAG CACACCAGCA TGGTCAGGTG TGTCACCCTG CTGGCATGGA
801 ATGGGGCAAA GCACCACGTG CGCTCGGCTG CAAACGACAC CCCCCGCCTC
851 CCCTCCCCCG CCGTTCCTCC CACACGCTCC CCCCCAGGCT ACTGCTGCTG
901 CTGCTGCTGC TGCTGCTGCT GCTGCTGCTG CTCCGCGCCG CCGCTCACCG
951 CCGCCACGTC GTCGGTGAAG AGCGGGTGGA TGGTCTTGAG GTCGTCCACG

1001 GTGAGGTCGA ACAGCGTGCA GCCGCGGTCC TCGGCCATCT TCACGGCGGC
1051 GCCGCTGTGG TGGCGTGGTG CGCGTGTGTG TGGGAGAGCG TGTGAGCGTG
1101 CATGATTGGT GGTCAGTTTG TTATACATAT GGAGAGGAAA CTGCATACCC
1151 TGTGGCCCGA CATTGTGAAA CAGGCGCGGC ACAACGTTCG ATAGCTCTCA
1201 CAACCCCGGG CATGCCCCAC CCACGCCCTC ACGCCCTCCC GCCCGGCCGC
1251 ACCTGTGGTG GTGTGTCTCC CGGAACGGCA CGCCCTTGCG CACCAGGTAC
1301 TCGGCCAAGT CCGTGGCGAG CATGTCGGCG GACAGGCCTG GGGGCGGGGG
1351 AGGTTTGGCG AGGAGGTCAG GGAGTTGCAA GGATGTTTGG AAAGAGGGGT
1401 ACAGGATGCA CTAAGGGGGT GGGCGCAAGA GGCTAGGCGC ACGGGGTTAG
1451 GCGCAAGACG GTAGGGACCC GCGGAGCGTG GGTGCAGGCT CTGCTTCCCC
1501 GCCTCCTCCC CGCCTCCCCG CCTCCGCCCA TGCGGCCAAG GACACGACCC
1551 CCCACCCCCC ACCGCCCTTC CTCCTCCTCT TCCTCCTGCT CCTGCTCCTC
1601 CTTCCCTTCC TCCGCTCCCA CCCTACCCCC ACCGCTTCCC AACCACCCCT
1651 CCTGCTGCTC CCGCTCCCGC TGCTCCCCTG CCCTGCTGCT ACTGCTGCCC
1701 GGCTGCTGCT CCAGCCCTGC TCGGCTACGC TCACCGGCCT TCATGCGGTC
1751 GGGCTTGATC CGCAGGGTGG ACAGCACGCC GGTGGCGATG CGCACCACGT
1801 CGTGCACCGT GTCCACCGTG TCAAACAGCA GCTCCCAACA CTCCTGCACA
1851 AACAAACACA CACATACACA TACACACATA TGCGCACAAT GATGAATTGT
1901 CAGTAAGCCC ACTGCGTTCC AGTCGTTGTG CTTTCTCAAC CCGTCTGTGT
1951 TTGCGGCGCA TGTCCGCTCC CGCCCCCCGC CCCCCGCCCC CTGCCTCCCG
2001 CCCGCCTCGC GGCCTCAGTG CAGCGCCCCT ATGTCTGACC TCATGCCCCG
2051 GGCCCGCCGC CCCCGGGGGG CCTCCCCTGC CCCTGCCCCT GCCCCTGCCC
2101 CTGCCCCTGC CCCTGTCCCT GTCCCTGTCC CTGTCCCTGT CCCTGTCCCT
2151 GTCCCTCTGT CTCCCTCTCC CTCCCTCTCC CTCCCTCTCC CTCGCTCTCC
2201 CTCCCTCCCT CGCTCTCGCT CTCTCGCCTG GAAGTCCTTG TTGTATGTGG
2251 TGGGCGTGCC CTTGAGCACC GCCATGACGC CCATCAGGTT GCCCTGCACA
2301 CGACCGCCCT TGCCCCTGCA GCAGGAGGAG GCGGGGAGGG GCAGTGGGGG
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2351 AGGTGGAGGT GGCAGGAGGC GGTGGAGGAG GTGGAGGCAG CGGTATCATG
2401 AAACAGCCCC CCGCCCAACC CCGCACCCCT CCACACGCGC CTCTCAGCCC
2451 TGGCCCCCGC CTGCCACTCC CCACGTCCCT CTTTGTGTGG TGCATCTCCG
2501 TGTCACGTGT TGCTTACCCG GCACGGTGCC AGTAACCCCC GCCCCCACGC
2551 CCCTCGCCCC GCCTGCCTGC TCCCCCTCCC CCGCTCCTTC GGTCTGCAGT
2601 CCTCAGTACA TCCTGTACCG CTTTACCCAA CCATCCCTCC CACCCAAACC
2651 CACACACTAC AACGCGTCTG CTCTACTACT GTTCCTGGCT ACGCCTTCAC
2701 TTCTTAAATG TTCATGAATG TAACCCACCC CATCCACCCC CTACGCCTTC
2751 ACTTCTTAAC TAACCATGAA TGTAACCCCC CCACCCCCAC CCCATCCCTC
2801 CCGCACCTGA TGAGCTCCAG GGCGTCGGGG TTCTTCTTCT GCGGCATGAG
2851 CGAGGAGCCG GTGGCGTAGG CGTCGCTGCA CTGCACGTAG CCGAAGGGGC
2901 CGGAGCTGTA GATGATGAGG TCCTCCGCCC AGCGCGACAG GTGCACGCAC
2951 AGCAGGCTGG CCGCAAACAC CGTCTCGATC ACAAAGTCGC GGTCAGACAC
3001 CTGCGCATGT GTGTGTGCGT GTGTGTTTGT GTGAGAAAGA TGGAGTGTGT
3051 TGAGGAGCAC AGGGGGAGTG TGTGTTTGTG TTAAAAAACG AAACGAAAGC
3101 CCGCGCCCGT GTGTGTTTGT GTTTGTGTGT GTGTGTGTGT GTGTGTGTGT
3151 GTGTGTGTGT GTGTATATCC TAGGAAAGCA CACAAAGTGG CAAGGGTGTG
3201 GCGGGCAGCG GCAGCGGCCC GCGTGTGGGG ATGCGGGGGA TGCGCCGCCA
3251 CACTGCGCGA CACCTCTGCA GCGCGGGGCC CCAGGCAGTA CCCCGGCTCC
3301 CCACAGTGCT CTCAGTGCCT ACAGGCCCTT TACACCAGCA GCAACCCCCT
3351 CCCTCCCCAC CTCCCCCAGC TGCGGGCACC CTCCCCCAGC CCCCTCCCAA
3401 TCCTCCCCCT CCTCCTCCCC CAGCCCCCTC CAGCCACCCT CCTCCTCCCC
3451 CCCTCCTCCA GGCCCCCTCC TTCCCCCCCT CCTCCCGACT GTTTCCTTAC
3501 GCTTCAAAGT TAACCCCCTC CCCCCCTCCT CCTCCCCCCT CCTGCCCCCC
3551 CCCGCCCTCC TCCCCCTCCT CCTCCCCTCA CCGCGTCCAT GGAGTTGGGG
3601 CACACGCCGC CGCCGAAACC CAACTCCTTG GCGATGAACT GGCGGTCCAC
3651 CAGAAAGGGG TTGCCGGCCA GGGCGCCTGG GGAGGGGGCG TGTGTGTAGG
3701 GGGGGGGGCG TGTGTGTGTT TGTGTTTGTG TGTGTTTGTG TTTGTGTGTG
3751 TGTGTGTGTG TGTGTGTGTG TGTGTGTGTG TGTGTGTGTT GTCAATGCGG
3801 CGTATCTATG CGTGTCCCAC GTCGTGCTCC TGTCCCTGTG TGCCCCCACA
3851 ATCGCAGACG CGCAAGCCCC TGTCGTGCAC ACGCCCCGGC CCCCCGCCGT
3901 TTAATCCCCG TTGCCGCCTG CCCCGTCCGC ACACTCGTCG GCCCACTCCA
3951 GCTCCACGCC TCCTCCCCTC CCCTCCTCCC CACCTTCGCC CCTGCATCCC
4001 TCCTCCCGTC TCAATGTACC CTATCCCTCC TCTACCAGTG CACTCCGTCC
4051 ACCCACCCAG CCCCACCCTC TAGCCTCCAC CGCCCCGCCC CCACCCTTCC
4101 ACCCTCCTCG TCTCCCCCCC CCTTCTCCCC TCCTCTCCCT CCCCCTCCCC
4151 CCCTCCCCTC CCCTCCCCTC CCTCACCCAC CCGAGCCCAG CGGCAGTGTG
4201 GCCACCCGCG GCAGCAGGTC CCGCAGCCGC ATGTCGTCGC GCTGCCAGGC
4251 CGCGGCGTGG CTCATCAGCC AGTGGCTCCA GCGCACAGTC ATGGCATTCT
4301 GAAGGTGCGT GAAGCCTGTG TGTGTGTGGG GGGGGGGGCG AGATGGGGGA
4351 GGAGGTGGGG GAGCAGGCAG CGGGAGGAGG CGGGCGATGT CACGTTCAGA
4401 TTTGGCCTCG CTCCAGCTCC CTTGTTTAGG TTTGTTCTCT TCGTCTAGTC
4451 CTTTGAGTTT ACCGACAATA CGCAACTTTC TATCGCCCTC ATCCCTGCCT
4501 CTCCCGCACT CAGCCGCCCC CTCCTCCCCC TCCCTCCTCT GCCCCTCCCC
4551 TCCCTACCCT CACCGGCATG AGCACCTCCC CCTCCCCCTC CCCCCCTCCC
4601 TGCCCCCTCA CCCGGCATGA GCACCTCCAC CTCTGCCTCG GAGCGGTCCG
4651 CCGCCACGCG CATCAGCTCG CCCACCTCGG ACCGCATCAC CTCCACCTGA
4701 CCCACCAGCC ACAGCCGGTA GTCGGTGGCA ACCTTTGGAG GGGCGGGGAG
4751 GGGTGTGTGT GTGTGTGTAA GGGGGGTTAC ACACATTAAG TTTACGAAGT
4801 GAAGTCGTAG CCAGGTACAG CCGGGGGGGG GCATTCATGG TTAGTTAAGA
4851 AATAAAGGGG GGGGGGGTAG CGGGTCATGG TTAGGTAAGG CGGGAAGGGA
4901 AAGTTGGGTT TGGGAGGGTA GCTGTTCATG TGGAGAACGG TGTGGTTGCT
4951 TCGCATCTGT GAAGTGCCTC GACGTGAGGG GTGGTGGCTA CGGCGGCGGC
5001 GGTGGTGGTG GCGGCAGTGG CGGACGGGGC TGGAAGAGGG CCACGGGGTC
5051 TGGACAAGTC TCCCACCCCC GGCCCGGCCC CGCCGCCGCC CTGCACATGG
5101 CCTCCACAGC CACTGCACAA CGGCACACCC GCCACCGCCG CCACCGACTG
5151 CGCCTGTCAT CGACTTCGTC CCTGCTTCTC CTCCGGCCCC CTCCTCCCGC
5201 CCTTACTCCT GCCTCCCGGC TTCCGCACTC CCCCCCTCCC ACGCCCCTAC
5251 GCCACCCCCT TGGGTTCGGT TTAGTTTGGC CTGGTACCGG TATCTCAAAC
5301 CCCCACCCAC CCACCCACCC ACCCACCCAC CCACCCACCC ACCCACCCAC
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5351 CCACCCACCC CACCCCCACC CACCCACCCT CACCTGGTCG TTGCGCGAGC
5401 GGCCGGTGTG CAGCTTGCCG CCCACCGCCC CCACCAGCTC CGTGAGGCGC
5451 CGCTCGTTGG CCGTGTGGAT GTCCTCGTCA CCCGCCTTGA TCACAAAGGC
5501 ACCCGCCTTC CACTCCTCAG CCACCTGCAG GCGGGGCGGC CGGATGGGGG
5551 GAGCAGGCGG GGGCCAGGGG AAGGAGGCGC GTGTATTGAG GGGAAGGAGG
5601 CGCGCGCACG CGTGGGTGTG GGGAGTGTGT GAACGTGGGT GGGGCGCGGC
5651 GGGCCTTGCG GCGGTGTCAT GTGGGCTGTG GCGTGCGCAA AGGCCCAGCG
5701 CCCGGTCAGC GGCTACTCAC GTACACGTCG CCCGCCCGCC CGCCCGCCCG
5751 CCACCGCAGC AGCCCCAGCA CCCGCAGCTC CCCCACCACC ATCTCAGCCC
5801 CCCTCAGACG CCTCCCCCTG AGCCTGCGCC TCGCTGACCC CCCTCTCAGC
5851 CCCCTCTCAG CCCGCGCCTC TCTCTGCCCC CCCACCCCAC CCACCCACCC
5901 ACCCGCCCTG CTGCCGGGTG TGCGCACCTT GGCCAGCCCC TCCACAATGG
5951 TCACGGCCTC GTCATGTGCC AGAATGCCGG CCTTGGCAAG AGCCTTGGCG
6001 TACGCCTGGC TGCCCTGTTG GGGAATGCGT GGGTGTGTGG GTATGTGGGT
6051 GTGGGGGAGT GTGTGAATGT GTACGTGTCA TTGCTGGTGG GGAGGGCGGT
6101 GGGGATGGCC GGGCAAGGTG GGCAGCAAGC CGGGCACGCG ACACGGCACG
6151 GTCTGGTGTT ACCCTGGGCC CTCGCAGCCT CTTGCCTAGC CCCGCACGTC
6201 TTCCCTCCCT GCCCTGGCCA CCAAACCCGC GTCCCCCCCA GCCCCACCCC
6251 ACCACTCGCC CCCCTCCCTG TGCCGCACCT TGATGTCCTC AGCCCACAGG
6301 CGCTTGTCAA AGGGCAGCGA CTCGTTGAAC TTCTCCATGA GCGGGTCCGT
6351 CTTGCCCGTG AAGCGACCGC CCCACAGCTT CTTAGTGTTG TCAGCAGGCG
6401 CAGCAGCTGC CTATTGCGAG ATGCATTCAA CGCGAAACGT CAGCGAGACG
6451 TCCGCGCAGA CTCGGTGCGG CCCCATCACA TTCGTGCAAG TGCAGTCCCA
6501 ACGTCCGCAC CTGGGCCATG ACGCTGAGAC GAGCGGGGAC GCGAGCCTGC
6551 AATGTCACAT GCGGACAATT CGTCAGCGGC TTCCACAATT GCTCGACGCA
6601 CGCGTCTTTC GATTGCGGTG CCGACGGCGT CGACAAGTGC ACGAGTCCAG
6651 CTCACCGCAA CGCGAGCACA CTTGCGCTGG GTTGCCGCGA GGCACTTAGA
6701 GGCCCCTTGA TGCTGGAGAG CGAGCGGGGC CATTTGGCTA TCCGACTTGT
6751 TGAACTGGGG CTTTCAGGAT CGAAGTGCAG CCTCGCGTCA ATTTGACGAG
6801 CCAATTGTTA TAAGTGCCAA CCGATACACA AGTATGTATA AAGCAATGGT
6851 CACGTCGTTG AGCATAAATT TGGTCACGTG TGCATGCGCA ATCGGGCGAC
6901 TGAAACCCCT GCCATCCAAA ACCCCACGCA TTCGTCGCTT GTAACAAAAA
6951 TCACATGTCA TTATTCAATC CATGCTACAT CATACGAGCT CGTAAAACGG
7001 TCACGCCTTC TGTTCTGTGC TTTGACGGCA CAAACCCCAC GTCGTCCCAC
7051 ACCTCCAAAC GCCAACTCAA CGCCTTGTCG TCCAGGGGCC GTCTGCGCAT
7101 GACGCATGCC CCACAACTCG CTGCAGCGCC TCGCGGCGCA CTGCCGGCCG
7151 CTTACACCTG ACCAGTCACC AATGCTGTAC GCGTGCAATA CGCACATGCA
7201 GCCCGCGCCC ACGGCCCAAA CAACCACAAT ATGAACACAC TCCCCCTGCG
7251 GCGCGCTCTC ACAGCGCCTT GTACCCCAGC AGCCTGTTGA GCTGCTGCGC
7301 GTTCTCGCAC TCGTAGCCCG CGGTGAAGTA GCGCCCGAAG CCGGCTGCAG
7351 TGTGTGCAGG GAGCGGGGCA AGGCGGCAGC AGCAAGGCAG CGCAGCCTCA
7401 CGTCAAGGCA CTGCATGCCC ACAAGCCGTA CGTGAACGTG CGCAGCGCGT
7451 GAGCCACTAG CCATGCAGAA CCGCAGTCAC GTACAAGGCC CATGCGTGAG
7501 TCCCTGCCAG CCTGCCACCC ACCTGTGATG CCCAGTCCCA GGCCGTCCTC
7551 CTCGCCGCCC GCCGCCCCGC CGGCGCCGCC GCAGCCGCCC GCCTCATCCT
7601 CCTCGCACTC GTGGACCAAC CGGTCTGTGG TCTGGCCCGA CACCTGAGGG
7651 CGCGGGAGCG TGTGCGGGCA TAGGCTTATA GGAAGGCGCA CGTGTCGCTG
7701 TCAATTTGTT GGGAGTGCGG AGGACGTGCG TGCGCACGGG CAATGACAGG
7751 AAGGCGCACG TGTCGTTGTC AGCTGACTCT GCAACGTGGG GCAGTCCACA
7801 AGCTGCCTTG TCGGTCCGGC CGCACACGCC ACGCTACTCC ACATACACAG
7851 TTCGCGGGCG GGTCTCTTTT ACCACGTTTC GGTGTCCCAC ACAGGCCCTG
7901 AGAAACACGC GCTGGTATCC CCCTTGCACC TCCTCCTCGT CGACTCTAGA
7951 ATTCATAACT TCGTATAGCA TACATTATAC GAAGTTATGA ATTCTAGAGC
8001 TCTGCAGGCA TGCGATATCC CATGGAAGCT TGGCACTGGC CGTCGTTTTA
8051 CAACGTCGTG ACTGGGAAAA CCCTGGCGTT ACCCAACTTA ATCGCCTTGC
8101 AGCACATCCC CCTTTCGCCA GCTGGCGTAA TAGCGAAGAG GCCCGCACCG
8151 ATCGCCCTTC CCAACAGTTG CGCAGCCTGA ATGGCGAATG GCGCCTGATG
8201 CGGTATTTTC TCCTTACGCA TCTGTGCGGT ATTTCACACC GCATATGGTG
8251 CACTCTCAGT ACAATCTGCT CTGATGCCGC ATAGTTAAGC CAGCCCCGAC
8301 ACCCGCCAAC ACCCGCTGAC GCGCCCTGAC GGGCTTGTCT GCTCCCGGCA
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8351 TCCGCTTACA GACAAGCTGT GACCGTCTCC GGGAGCTGCA TGTGTCAGAG
8401 GTTTTCACCG TCATCACCGA AACGCGCGAG ACGAAAGGGC CTCGTGATAC
8451 GCCTATTTTT ATAGGTTAAT GTCATGATAA TAATGGTTTC TTAGACGTCA
8501 GGTGGCACTT TTCGGGGAAA TGTGCGCGGA ACCCCTATTT GTTTATTTTT
8551 CTAAATACAT TCAAATATGT ATCCGCTCAT GAGACAATAA CCCTGATAAA
8601 TGCTTCAATA ATATTGAAAA AGGAAGAGTA TGAGTATTCA ACATTTCCGT
8651 GTCGCCCTTA TTCCCTTTTT TGCGGCATTT TGCCTTCCTG TTTTTGCTCA
8701 CCCAGAAACG CTGGTGAAAG TAAAAGATGC TGAAGATCAG TTGGGTGCAC
8751 GAGTGGGTTA CATCGAACTG GATCTCAACA GCGGTAAGAT CCTTGAGAGT
8801 TTTCGCCCCG AAGAACGTTT TCCAATGATG AGCACTTTTA AAGTTCTGCT
8851 ATGTGGCGCG GTATTATCCC GTATTGACGC CGGGCAAGAG CAACTCGGTC
8901 GCCGCATACA CTATTCTCAG AATGACTTGG TTGAGTACTC ACCAGTCACA
8951 GAAAAGCATC TTACGGATGG CATGACAGTA AGAGAATTAT GCAGTGCTGC
9001 CATAACCATG AGTGATAACA CTGCGGCCAA CTTACTTCTG ACAACGATCG
9051 GAGGACCGAA GGAGCTAACC GCTTTTTTGC ACAACATGGG GGATCATGTA
9101 ACTCGCCTTG ATCGTTGGGA ACCGGAGCTG AATGAAGCCA TACCAAACGA
9151 CGAGCGTGAC ACCACGATGC CTGTAGCAAT GGCAACAACG TTGCGCAAAC
9201 TATTAACTGG CGAACTACTT ACTCTAGCTT CCCGGCAACA ATTAATAGAC
9251 TGGATGGAGG CGGATAAAGT TGCAGGACCA CTTCTGCGCT CGGCCCTTCC
9301 GGCTGGCTGG TTTATTGCTG ATAAATCTGG AGCCCGTGAG CGTGGGTCTC
9351 GCGGTATCAT TGCAGCACTG GGGCCAGATG GTAAGCCCTC CCGTATCGTA
9401 GTTATCTACA CGACGGGGAG TCAGGCAACT ATGGATGAAC GAAATAGACA
9451 GATCGCTGAG ATAGGTGCCT CACTGATTAA GCATTGGTAA CTGTCAGACC
9501 AAGTTTACTC ATATATACTT TAGATTGATT TAAAACTTCA TTTTTAATTT
9551 AAAAGGATCT AGGTGAAGAT CCTTTTTGAT AATCTCATGA CCAAAATCCC
9601 TTAACGTGAG TTTTCGTTCC ACTGAGCGTC AGACCCCGTA GAAAAGATCA
9651 AAGGATCTTC TTGAGATCCT TTTTTTCTGC GCGTAATCTG CTGCTTGCAA
9701 ACAAAAAAAC CACCGCTACC AGCGGTGGTT TGTTTGCCGG ATCAAGAGCT
9751 ACCAACTCTT TTTCCGAAGG TAACTGGCTT CAGCAGAGCG CAGATACCAA
9801 ATACTGTCCT TCTAGTGTAG CCGTAGTTAG GCCACCACTT CAAGAACTCT
9851 GTAGCACCGC CTACATACCT CGCTCTGCTA ATCCTGTTAC CAGTGGCTGC
9901 TGCCAGTGGC GATAAGTCGT GTCTTACCGG GTTGGACTCA AGACGATAGT
9951 TACCGGATAA GGCGCAGCGG TCGGGCTGAA CGGGGGGTTC GTGCACACAG
10001 CCCAGCTTGG AGCGAACGAC CTACACCGAA CTGAGATACC TACAGCGTGA
10051 GCTATGAGAA AGCGCCACGC TTCCCGAAGG GAGAAAGGCG GACAGGTATC
10101 CGGTAAGCGG CAGGGTCGGA ACAGGAGAGC GCACGAGGGA GCTTCCAGGG
10151 GGAAACGCCT GGTATCTTTA TAGTCCTGTC GGGTTTCGCC ACCTCTGACT
10201 TGAGCGTCGA TTTTTGTGAT GCTCGTCAGG GGGGCGGAGC CTATGGAAAA
10251 ACGCCAGCAA CGCGGCCTTT TTACGGTTCC TGGCCTTTTG CTGGCCTTTT
10301 GCTCACATGT TCTTTCCTGC GTTATCCCCT GATTCTGTGG ATAACCGTAT
10351 TACCGCCTTT GAGTGAGCTG ATACCGCTCG CCGCAGCCGA ACGACCGAGC
10401 GCAGCGAGTC AGTGAGCGAG GAAGCGGAAG A
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 5

Reference:  Heitzer, M. and Zschoernig, B (2007) Construction of modular tandem  
  expression vectors for the green alga Chlamydomonas reinhardtii using the 
  Cre/lox-system. Biotechniques 43(3), 324-32. 


